Genetic characterization of the Aceh cattle using phenotypic, mitochondrial DNA of D-loop region and microsatellite DNA analyses.
The present study reports the phenotypic variation of body weight and body size, the genetic variation of D-loop of mtDNA and microsatellite DNA allele in Aceh cattle in Indonesia within the frame of the design of a conservation programme for this indigenous species. Aceh cattle differ from Bali, Madura, Java-Ongole and Pesisir cattle, but its ancestry relates it closest to Pesisir, thus adding more information to its entry from the Indian sub-continent.